The title compound (systematic name: 3,4-dihydroxy-3phenylfuran-2-one), C 10 H 10 O 4 , features a five-memberedlactone ring with an envelope conformation at the C atom carrying the hydroxy group without the phenyl substituent. In the crystal, supramolecular chains mediated by O-HÁ Á ÁO hydrogen bonding are formed along the a-axis direction. These are consolidated in the crystal structure by C-HÁ Á ÁO contacts.
Related literature
For background on the leaf-closing substance of the tropical legume Leucaena leucocephalam, see: Ueda et al. (2001) ; Gogoi & Argade (2004) ; Koumbis et al. (2006) . For the synthesis of polyhydroxyated compounds from 1,2-dioxines, see: Robinson et al. (2006 Robinson et al. ( , 2009 V = 888.6 (5) Å 3 Z = 4 Mo K radiation = 0.11 mm À1 T = 173 K 0.50 Â 0.20 Â 0.20 mm
Data collection
Rigaku AFC12/SATURN724 diffractometer Absorption correction: multi-scan (ABSCOR; Higashi, 1995) T min = 0.778, T max = 1.000 21683 measured reflections 1834 independent reflections 1818 reflections with I > 2(I) R int = 0.028 Refinement R[F 2 > 2(F 2 )] = 0.040 wR(F 2 ) = 0.128 S = 1.21 1834 reflections 133 parameters 2 restraints H-atom parameters constrained Á max = 0.28 e Å À3 Á min = À0.27 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: CrystalClear (Rigaku/MSC, 2005) ; cell refinement: CrystalClear; data reduction: CrystalClear; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEPII (Johnson, 1976) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2009). We are grateful to the Australian Research Council for financial support. TVR thanks the Commonwealth Government of Australia for a postgraduate scholarship. 
Comment
Our recent investigations into the dihydroxyation of the alkene component of 1,2-dioxines has allowed access to a diverse range of polyhydroxyated compounds (Robinson et al., 2006 Valente et al., 2009) . Application of this methodology to the synthesis of erythrono-γ-lactones, such as the title compound, (I), provided a concise route to potassium (2R,3R)-2,3,4trihydroxy-2-methylbutanoate , recently identified as a leaf-closing substance of the tropical legume Leucaena leucocephalam (Ueda et al., 2001; Gogoi & Argade, 2004; Koumbis et al., 2006) .
The molecular structure of (I), Fig. 1 , shows the five-membered γ-lactone ring to adopt an envelope conformation on the C4 atom, with this atom being orientated in the opposite direction to the phenyl ring. Both hydroxy substituents are orientated to the same side of the γ-lactone ring but the hydroxy-H atoms face opposite directions. This arrangement allows each molecule to bridge two neighbouring molecules via O-H hydroxy ···O hydroxy hydrogen bonds resulting in the formation of ten-membered {···HOC 2 O} 2 synthons and the construction of supramolecular chains aligned along the a direction, Fig.   2 and Table 1 . The chains are consolidated in the 3-D crystal structure via C-H···O contacts, Fig. 3 and Table 1 .
Experimental
For full synthetic procedures and characterization data see Pedersen et al. (2009) . To a solution of 2,3-O-isopropylidene-2-C-phenyl-erythrono-1,4-lactone (159 mg, 0.68 mmol) in MeOH (10 ml) was added activated 50 W Dowex X8 resin (1 g), and the mixture was stirred at 343 K until complete by TLC (~2-3 days). The reaction was allowed to cool and then filtered to remove the Dowex. The methanol was removed under reduced pressure and the residue was purified by flash chromatography to furnish (I) (115 mg, 87%) as a colourless solid. The pure material was recrystallized from a small amount of dichloromethane which was allowed to slowly evaporate at ambient temperature producing colourless prisms, m.pt. 381-382 K
Refinement
Carbon-bound H-atoms were placed in calculated positions (C-H 0.95-1.00 Å) and were included in the refinement in the riding model approximation with U iso (H) set to 1.2-1.5U eq (C). The O-bound H-atoms were located in a difference Fourier map and refined with O-H restraints of 0.840±0.001 Å, and with U iso (H) = 1.5U eq (O). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (5) C3 0.0239 (7) 0.0248 (7) 0.0189 (6) 0.0020 (5) 0.0043 (5) 0.0020 (5) C4 0.0263 (7) 0.0280 (7) 0.0187 (6) −0.0006 (5) 0.0048 (5) −0.0012 (5) C5 0.0326 (8) 0.0270 (7) 0.0277 (7) 0.0011 (6) 0.0040 (6) −0.0018 (5) C31 0.0267 (7) 0.0230 (6) 0.0192 (6) −0.0029 (5) 0.0048 (5) −0.0007 (5) C32 0.0299 (7) 0.0326 (7) 0.0242 (7) 0.0030 (6) 0.0060 (5) 0.0000 (5) C33 0.0372 (8) 0.0382 (8) 0.0281 (7) 0.0002 (6) 0.0131 (6) −0.0041 (6) C34 0.0471 (9) 0.0314 (7) 0.0199 (6) −0.0079 (6) 0.0100 (6) −0.0030 (5) C35 0.0417 (9) 0.0281 (7) 0.0218 (7) −0.0011 (6) −0.0015 (6) 0.0024 (5) C36 0.0302 (7) 0.0273 (7) 0.0236 (7) 0.0019 (5) 0.0027 (5) −0.0007 (5) Geometric parameters (Å, °) 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )

